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ERRORED SEQUENCES 

1088 <210> SEQ ID NO: 16 

1089 <211> LENGTH: 239 

1090 <212> TYPE: PRT 

1091 <213 >^ ORGANIS M: Artificial Sequence 
W--> 1092 ^25o7£ EATUKET> - — — ■ 

1092 <223> OTHER INFORMATION : Description of Artificial Sequence : HTCC#1 (1-232) 
E--> 1094 <400> SEQUENCE: 16 



The type of errors shown exist throughout 
the Sequence Listing, Please check subsequent 

sequences for similaf errors. 
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1212 <210> SEQ ID NO: 18 

1213 <211> LENGTH: 216 

1214 <212> TYPE: PRT 

1215 <213> ORGANISM: Artificial Sequence 
W--> 1216 <220> FEATURE: 

1216 <223> OTHER INFORMATION: Description of Artificial Sequence : HTCC#1 

1217 (184-392) 
E--> 1219 <400> SEQUENCE: 18 
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1259 Lys Val Leu Val Arg Asn Val Val 

1260 210 215 

1313 <210> SEQ ID NO: 20 

1314 <211> LENGTH: 136 

1315 <212> TYPE: PRT 

1316 <213> ORGANISM: Artificial Sequence 
W--> 1317 <220> FEATURE: 

1317 <223> OTHER INFORMATION: Description of Artificial Sequence : HTCCtl (1-129) 
E--> 1319 <400> SEQUENCE: 20 

1320 Met His His His His His His Met Ser Arg Ala Phe lie lie Asp Pro 

1321 15 10 15 

1323 Thr lie Ser Ala lie Asp Gly Leu Tyr Asp Leu Leu Gly lie Gly lie 

1324 20 25 30 

1326 Pro Asn Gin Gly Gly lie Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys 

1327 35 40 45 

1329 Ala Leu Glu Glu Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly 

1330 50 55 60 

1332 Ser Ala Ala Asp Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe 

1333 65 70 75 80 

1335 Phe Gin Glu Leu Ala Asp Leu Asp Arg Gin Leu lie Ser Leu lie His 

1336 85 90 95 

1338 Asp Gin Ala Asn Ala Val Gin Thr Thr Arg Asp lie Leu Glu Gly Ala 

1339 100 105 110 

1341 Lys Lys Gly Leu Glu Phe Val Arg Pro Val Ala Val Asp Leu Thr Tyr 

1342 115 120 125 

1344 He Pro Val Val Gly His Ala Leu 

1345 130 135 

1466 <210> SEQ ID NO: 22 

1467 <211> LENGTH: 403 

1468 <212> TYPE: PRT 

1469 <213> ORGANISM: Artificial Sequence 
W--> 1470 <220> FEATURE: 

1470 <223> OTHER INFORMATION: Description of Artificial Sequence : HTCC#1 (TM-1) 
E~-> 1472 <4 00> SEQUENCE: 22 

1473 Met His His His His His His Met Ser Arg Ala Phe He He Asp Pro 

1474 15 10 15 

1476 Thr He Ser Ala He Asp Gly Leu Tyr Asp Leu Leu Gly He Gly He 

1477 20 25 30 

1479 Pro Asn Gin Gly Gly He Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys 

1480 35 40 45 

1482 Ala Leu Glu Glu Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly 

1483 50 55 60 

1485 Ser Ala Ala Asp Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe 

1486 65 70 75 80 

1488 Phe Gin Glu Leu Ala Asp Leu Asp Arg Gin Leu He Ser Leu He His 

1489 85 90 95 

1491 Asp Gin Ala Asn Ala Val Gin Thr Thr Arg Asp He Leu Glu Gly Ala 

1492 100 105 110 

1494 Lys Lys Gly Leu Glu Phe Val Arg Pro Val Ala Val Asp Leu Thr Tyr 
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1495 115 120 125 

1497 He Pro Val Val Gly His Ala Leu Ser Ala Ala Phe Gin Ala Pro Phe 

1498 130 135 140 

1500 Cys Ala Gly Ala Met Ala Val Val Gly Gly Ala Leu Lys Leu Ala Tyr 

1501 145 150 155 160 

1503 Leu Val Val Lys Thr Leu He Asn Ala Lys Leu Thr Gin Leu Leu Lys 

1504 165 170 175 

1506 Leu Leu Ala Lys Leu Ala Glu Leu Val Ala Ala Ala He Ala Asp He 

1507 180 185 190 

1509 He Ser Asp Val Ala Asp He He Lys Gly He Leu Gly Glu Val Trp 

1510 195 200 205 

1512 Glu Phe He Thr Asn Ala Leu Asn Gly Leu Lys Glu Leu Trp Asp Lvs 

1513 210 215 220 

1515 Leu Thr Gly Trp Val Thr Gly Leu Phe Ser Arg Gly Trp Ser Asn Leu 

1516 225 230 235 240 

1518 Glu Ser Phe Phe Ala Gly Val Pro Gly Leu Thr Gly Ala Thr Ser Gly 

1519 245 250 255 

1521 Leu Ser Gin Val Thr Gly Leu Phe Gly Ala Ala Gly Leu Ser Ala Ser 

1522 260 265 270 

1524 Ser Gly Leu Ala His Ala Asp Ser Leu Ala Ser Ser Ala Ser Leu Pro 

1525 275 280 285 

1527 Ala Leu Ala Gly He Gly Gly Gly Ser Gly Phe Gly Gly Leu Pro Ser 

1528 290 295 300 

1530 Leu Ala Gin Val His Ala Ala Ser Thr Arg Gin Ala Leu Arg Pro Arq 

1531 305 310 315 320 

1533 Ala Asp Gly Pro Val Gly Ala Ala Ala Glu Gin Val Gly Gly Gin Ser 

1534 325 330 335 

1536 Gin Leu Val Ser Ala Gin Gly Ser Gin Gly Met Gly Gly Pro Val Gly 

1537 340 345 350 

1539 Met Gly Gly Met His Pro Ser Ser Gly Ala Ser Lys Gly Thr Thr Thr 

1540 355 360 365 

1542 Lys Lys Tyr Ser Glu Gly Ala Ala Ala Gly Thr Glu Asp Ala Glu Arg 

1543 370 375 380 

1545 Ala Pro Val Glu Ala Asp Ala Gly Gly Gly Gin Lys Val Leu Val Arg 

1546 385 390 395 400 
1548 Asn Val Val 

1669 <210> SEQ ID NO: 24 

1670 <211> LENGTH: 403 

1671 <212> TYPE: PRT 

1672 <213> ORGANISM: Artificial Sequence 
W--> 1673 <220> FEATURE: 

1673 <223> OTHER INFORMATION: Description of Artificial Sequence :HTCC#1 (TM- 
E--> 1675 <400> SEQUENCE: 24 

1676 Met His His His His His His Met Ser Arg Ala Phe He He Asp Pro 

1677 15 10 15 

1679 Thr He Ser Ala He Asp Gly Leu Tyr Asp Leu Leu Gly He Gly He 

1680 20 25 30 

1682 Pro Asn Gin Gly Gly He Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys 

1683 35 40 45 
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1685 Ala Leu Glu Glu Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly 

1686 50 55 60 

1688 Ser Ala Ala Asp Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe 

1689 65 70 75 80 

1691 Phe Gin Glu Leu Ala Asp Leu Asp Arg Gin Leu lie Ser Leu lie His 

1692 85 90 95 

1694 Asp Gin Ala Asn Ala Val Gin Thr Thr Arg Asp Lys Leu lie Leu Glu 

1695 100 105 110 

1697 Gly Ala Lys Lys Gly Leu Glu Phe Val Arg Pro Val Ala Val Asp Leu 

1698 115 120 125 

1700 Thr Tyr He Pro Val Val Gly His Ala Leu Ser Ala Ala Phe Gin Ala 

1701 130 135 140 

1703 Pro Phe Cys Ala Gly Ala Met Ala Val Val Gly Gly Ala Leu Ala Tyr 

1704 145 150 155 160 

1706 Leu Val Val Lys Thr Leu He Asn Ala Thr Gin Leu Leu Lys Leu Leu 

1707 165 170 175 

1709 Ala Lys Leu Ala Glu Leu Val Ala Ala Ala He Ala Asp He He Ser 

1710 180 185 190 

1712 Asp Val Ala Asp He He Lys Gly He Leu Gly Glu Val Trp Glu Phe 

1713 195 200 205 

1715 He Thr Asn Ala Lys Leu Leu Asn Gly Leu Lys Glu Leu Trp Asp Lys 

1716 210 215 220 

1718 Leu Thr Gly Trp Val Thr Gly Leu Phe Ser Arg Gly Trp Ser Asn Leu 

1719 225 230 235 240 

1721 Glu Ser Phe Phe Ala Gly Val Pro Gly Leu Thr Gly Ala Thr Ser Gly 

1722 245 250 255 

1724 Leu Ser Gin Val Thr Gly Leu Phe Gly Ala Ala Gly Leu Ser Ala Ser 

1725 260 265 270 

1727 Ser Gly Leu Ala His Ala Asp Ser Leu Ala Ser Ser Ala Ser Leu Pro 

1728 275 280 285 

1730 Ala Leu Ala Gly He Gly Gly Gly Ser Gly Phe Gly Gly Leu Pro Ser 

1731 290 295 300 

1733 Leu Ala Gin Val His Ala Ala Ser Thr Arg Gin Ala Leu Arg Pro Arg 

1734 305 310 315 320 

1736 Ala Asp Gly Pro Val Gly Ala Ala Ala Glu Gin Val Gly Gly Gin Ser 

1737 325 330 335 

1739 Gin Leu Val Ser Ala Gin Gly Ser Gin Gly Met Gly Gly Pro Val Gly 

1740 340 345 350 

1742 Met Gly Gly Met His Pro Ser Ser Gly Ala Ser Lys Gly Thr Thr Thr 

1743 355 360 365 

1745 Lys Lys Tyr Ser Glu Gly Ala Ala Ala Gly Thr Glu Asp Ala Glu Arg 

1746 370 375 380 

1748 Ala Pro Val Glu Ala Asp Ala Gly Gly Gly Gin Lys Val Leu Val Arg 

1749 385 390 395 400 
1751 Asn Val Val 

3709 <210> SEQ ID NO: 58 

3710 <211> LENGTH: 740 

3711 <212> TYPE: PRT 

3712 <213> ORGANISM: Artificial Sequence 
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W--> 3713 <220> FEATURE: 

3713 <223> OTHER INFORMATION: Description of Artificial Sequence : fusion protein 

3714 HTCC#1 (184- 392 )-TbH9-HTCC#l( 1-129) 
E--> 3716 <400> SEQUENCE: 58 

3717 Met His His His His His His Asp Val Ala Asp lie lie Lys Gly Thr 

3718 1 5 10 15 

3720 Leu Gly Glu Val Trp Glu Phe lie Thr Asn Ala Leu Asn Gly Leu Lys 

3721 20 25 30 

3723 Glu Leu Trp Asp Lys Leu Thr Gly Trp Val Thr Gly Leu Phe Ser Arg 

3724 35 40 45 

3726 Gly Trp Ser Asn Leu Glu Ser Phe Phe Ala Gly Val Pro Gly Leu Thr 

3727 50 55 60 

3729 Gly Ala Thr Ser Gly Leu Ser Gin Val Thr Gly Leu Phe Gly Ala Ala 

3730 65 70 75 80 

3732 Gly Leu Ser Ala Ser Ser Gly Leu Ala His Ala Asp Ser Leu Ala Ser 

3733 85 90 95 

3735 Ser Ala Ser Leu Pro Ala Leu Ala Gly lie Gly Gly Gly Ser Gly Phe 

3736 100 105 110 

3738 Gly Gly Leu Pro Ser Leu Ala Gin Val His Ala Ala Ser Thr Arg Gin 

3739 115 120 125 

3741 Ala Leu Arg Pro Arg Ala Asp Gly Pro Val Gly Ala Ala Ala Glu Gin 

3742 130 135 140 

3744 Val Gly Gly Gin Ser Gin Leu Val Ser Ala Gin Gly Ser Gin Gly Met 

3745 145 150 155 160 

3747 Gly Gly Pro Val Gly Met Gly Gly Met His Pro Ser Ser Gly Ala Ser 

3748 165 170 175 

3750 Lys Gly Thr Thr Thr Lys Lys Tyr Ser Glu Gly Ala Ala Ala Gly Thr 

3751 180 185 190 

3753 Glu Asp Ala Glu Arg Ala Pro Val Glu Ala Asp Ala Gly Gly Gly Gin 

3754 195 200 205 

3756 Lys Val Leu Val Arg Asn Val Val Glu Phe Met Val Asp Phe Gly Ala 

3757 210 215 220 

3759 Leu Pro Pro Glu lie Asn Ser Ala Arg Met Tyr Ala Gly Pro Gly Ser 

3760 225 230 235 240 

3762 Ala Ser Leu Val Ala Ala Ala Gin Met Trp Asp Ser Val Ala Ser Asp 

3763 245 250 255 

3765 Leu Phe Ser Ala Ala Ser Ala Phe Gin Ser Val Val Trp Gly Leu Thr 

3766 260 265 270 

3768 Val Gly Ser Trp He Gly Ser Ser Ala Gly Leu Met Val Ala Ala Ala 

3769 275 280 285 

3771 Ser Pro Tyr Val Ala Trp Met Ser Val Thr Ala Gly Gin Ala Glu Leu 

3772 290 295 300 

3774 Thr Ala Ala Gin Val Arg Val Ala Ala Ala Ala Tyr Glu Thr Ala Tyr 

3775 305 310 315 320 

3777 Gly Leu Thr Val Pro Pro Pro Val He Ala Glu Asn Arg Ala Glu Leu 

3778 325 330 335 

3780 Met He Leu He Ala Thr Asn Leu Leu Gly Gin Asn Thr Pro Ala He 

3781 340 345 350 

3783 Ala Val Asn Glu Ala Glu Tyr Gly Glu Met Trp Ala Gin Asp Ala Ala 
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3784 



355 



360 



365 



3786 Ala Met Phe Gly Tyr Ala Ala Ala Thr Ala Thr Ala Thr Ala Thr Leu 

3787 370 375 380 

3789 Leu Pro Phe Glu Glu Ala Pro Glu Met Thr Ser Ala Gly Gly Leu Leu 

3790 385 390 395 400 

3792 Glu Gin Ala Ala Ala Val Glu Glu Ala Ser Asp Thr Ala Ala Ala Asn 

3793 405 410 415 

3795 Gin Leu Met Asn Asn Val Pro Gin Ala Leu Gin Gin Leu Ala Gin Pro 

3796 420 425 430 

3798 Thr Gin Gly Thr Thr Pro Ser Ser Lys Leu Gly Gly Leu Trp Lys Thr 

3799 435 440 445 

3801 Val Ser Pro His Arg Ser Pro lie Ser Asn Met Val Ser Met Ala Asn 

3802 450 455 460 

3804 Asn His Met Ser Met Thr Asn Ser Gly Val Ser Met Thr Asn Thr Leu 

3805 465 470 475 480 

3807 Ser Ser Met Leu Lys Gly Phe Ala Pro Ala Ala Ala Ala Gin Ala Val 

3808 485 490 495 

3810 Gin Thr Ala Ala Gin Asn Gly Val Arg Ala Met Ser Ser Leu Gly Ser 

3811 500 505 510 

3813 Ser Leu Gly Ser Ser Gly Leu Gly Gly Gly Val Ala Ala Asn Leu Gly 

3814 515 520 525 

3816 Arg Ala Ala Ser Val Gly Ser Leu Ser Val Pro Gin Ala Trp Ala Ala 

3817 530 535 540 

3819 Ala Asn Gin Ala Val Thr Pro Ala Ala Arg Ala Leu Pro Leu Thr Ser 

3820 545 550 555 560 

3822 Leu Thr Ser Ala Ala Glu Arg Gly Pro Gly Gin Met Leu Gly Gly Leu 

3823 565 570 575 

3825 Pro Val Gly Gin Met Gly Ala Arg Ala Gly Gly Gly Leu Ser Gly Val 

3826 580 585 590 

3828 Leu Arg Val Pro Pro Arg Pro Tyr Val Met Pro His Ser Pro Ala Ala 

3829 595 600 605 

3831 Gly Asp He Met Ser Arg Ala Phe He He Asp Pro Thr He Ser Ala 

3832 610 615 620 

3834 He Asp Gly Leu Tyr Asp Leu Leu Gly He Gly He Pro Asn Gin Gly 

3835 625 630 635 640 

3837 Gly He Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys Ala Leu Glu Glu 

3838 645 650 655 

3840 Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly Ser Ala Ala Asp 

3841 660 665 670 

3843 Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe Phe Gin Glu Leu 

3844 675 680 685 

3846 Ala Asp Leu Asp Arg Gin Leu He Ser Leu He His Asp Gin Ala Asn 

3847 690 695 700 

3849 Ala Val Gin Thr Thr Arg Asp He Leu Glu Gly Ala Lys Lys Gly Leu 

3850 705 710 715 720 

3852 Glu Phe Val Arg Pro Val Ala Val Asp Leu Thr Tyr He Pro Val Val 

3853 725 730 735 

3855 Gly His Ala Leu 

3856 740 
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4072 <210> SEQ ID NO: 60 

4073 <211> LENGTH: 783 

4074 <212> TYPE: PRT 

4075 <213> ORGANISM: Artificial Sequence 
W--> 4076 <220> FEATURE: 

4076 <223> OTHER INFORMATION: Description of Artificial Sequence : fusion protein 

4077 HTCC#1(1-149) -TbH9-HTCC#l(161-392) 
E--> 4079 <400> SEQUENCE: 60 

4080 Met His His His His His His Met Ser Arg Ala Phe lie lie Asp Pro 

4081 15 10 15 

4083 Thr lie Ser Ala lie Asp Gly Leu Tyr Asp Leu Leu Gly lie Gly lie 

4084 20 25 30 

4086 Pro Asn Gin Gly Gly lie Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys 

4087 35 40 45 

4089 Ala Leu Glu Glu Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly 

4090 50 55 60 

4092 Ser Ala Ala Asp Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe 

4093 65 70 75 80 

4095 Phe Gin Glu Leu Ala Asp Leu Asp Arg Gin Leu lie Ser Leu lie His 

4096 85 90 95 

4098 Asp Gin Ala Asn Ala Val Gin Thr Thr Arg Asp lie Leu Glu Gly Ala 

4099 100 105 110 

4101 Lys Lys Gly Leu Glu Phe Val Arg Pro Val Ala Val Asp Leu Thr Tyr 

4102 115 120 125 

4104 lie Pro Val Val Gly His Ala Leu Ser Ala Ala Phe Gin Ala Pro Phe 

4105 130 135 140 

4107 Cys Ala Gly Ala Met Ala Val Val Gly Gly Ala Leu Lys Leu Met Val 

4108 145 150 155 160 

4110 Asp Phe Gly Ala Leu Pro Pro Glu lie Asn Ser Ala Arg Met Tyr Ala 

4111 165 170 175 

4113 Gly Pro Gly Ser Ala Ser Leu Val Ala Ala Ala Gin Met Trp Asp Ser 

4114 180 185 190 

4116 Val Ala Ser Asp Leu Phe Ser Ala Ala Ser Ala Phe Gin Ser Val Val 

4117 195 200 205 

4119 Trp Gly Leu Thr Val Gly Ser Trp lie Gly Ser Ser Ala Gly Leu Met 

4120 210 215 220 

4122 Val Ala Ala Ala Ser Pro Tyr Val Ala Trp Met Ser Val Thr Ala Gly 

4123 225 230 235 240 

4125 Gin Ala Glu Leu Thr Ala Ala Gin Val Arg Val Ala Ala Ala Ala Tyr 

4126 245 250 255 

4128 Glu Thr Ala Tyr Gly Leu Thr Val Pro Pro Pro Val lie Ala Glu Asn 

4129 260 265 270 

4131 Arg Ala Glu Leu Met lie Leu lie Ala Thr Asn Leu Leu Gly Gin Asn 

4132 275 280 285 

4134 Thr Pro Ala lie Ala Val Asn Glu Ala Glu Tyr Gly Glu Met Trp Ala 

4135 290 295 300 

4137 Gin Asp Ala Ala Ala Met Phe Gly Tyr Ala Ala Ala Thr Ala Thr Ala 

4138 305 310 315 320 
4140 Thr Ala Thr Leu Leu Pro Phe Glu Glu Ala Pro Glu Met Thr Ser Ala 
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4141 



325 



330 



335 



4143 Gly Gly Leu Leu Glu Gin Ala Ala Ala Val Glu Glu Ala Ser Asp Thr 

4144 340 345 350 

4146 Ala Ala Ala Asn Gin Leu Met Asn Asn Val Pro Gin Ala Leu Gin Gin 

4147 355 360 365 

4149 Leu Ala Gin Pro Thr Gin Gly Thr Thr Pro Ser Ser Lys Leu Gly Gly 

4150 370 375 380 

4152 Leu Trp Lys Thr Val Ser Pro His Arg Ser Pro lie Ser Asn Met Val 

4153 385 390 395 400 

4155 Ser Met Ala Asn Asn His Met Ser Met Thr Asn Ser Gly Val Ser Met 

4156 405 410 415 

4158 Thr Asn Thr Leu Ser Ser Met Leu Lys Gly Phe Ala Pro Ala Ala Ala 

4159 420 425 430 

4161 Ala Gin Ala Val Gin Thr Ala Ala Gin Asn Gly Val Arg Ala Met Ser 

4162 435 440 445 

4164 Ser Leu Gly Ser Ser Leu Gly Ser Ser Gly Leu Gly Gly Gly Val Ala 

4165 450 455 460 

4167 Ala Asn Leu Gly Arg Ala Ala Ser Val Gly Ser Leu Ser Val Pro Gin 

4168 465 470 475 480 

4170 Ala Trp Ala Ala Ala Asn Gin Ala Val Thr Pro Ala Ala Arg Ala Leu 

4171 485 490 495 

4173 Pro Leu Thr Ser Leu Thr Ser Ala Ala Glu Arg Gly Pro Gly Gin Met 

4174 500 505 510 

4176 Leu Gly Gly Leu Pro Val Gly Gin Met Gly Ala Arg Ala Gly Gly Gly 

4177 515 520 525 

4179 Leu Ser Gly Val Leu Arg Val Pro Pro Arg Pro Tyr Val Met Pro His 

4180 530 535 540 

4182 Ser Pro Ala Ala Gly Lys Leu Thr Gin Leu Leu Lys Leu Leu Ala Lys 

4183 545 550 , 555 560 

4185 Leu Ala Glu Leu Val Ala Ala Ala lie Ala Asp lie lie Ser Asp Val 

4186 565 570 575 

4188 Ala Asp lie lie Lys Gly lie Leu Gly Glu Val Trp Glu Phe He Thr 

4189 580 585 590 

4191 Asn Ala Leu Asn Gly Leu Lys Glu Leu Trp Asp Lys Leu Thr Gly Trp 

4192 595 600 605 

4194 Val Thr Gly Leu Phe Ser Arg Gly Trp Ser Asn Leu Glu Ser Phe Phe 

4195 610 615 620 

4197 Ala Gly Val Pro Gly Leu Thr Gly Ala Thr Ser Gly Leu Ser Gin Val 

4198 625 630 635 640 

4200 Thr Gly Leu Phe Gly Ala Ala Gly Leu Ser Ala Ser Ser Gly Leu Ala 

4201 645 650 655 

4203 His Ala Asp Ser Leu Ala Ser Ser Ala Ser Leu Pro Ala Leu Ala Gly 

4204 660 665 670 

4206 He Gly Gly Gly Ser Gly Phe Gly Gly Leu Pro Ser Leu Ala Gin Val 

4207 675 680 685 

4209 His Ala Ala Ser Thr Arg Gin Ala Leu Arg Pro Arg Ala Asp Gly Pro 

4210 690 695 700 

4212 Val Gly Ala Ala Ala Glu Gin Val Gly Gly Gin Ser Gin Leu Val Ser 

4213 705 710 715 720 
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4215 Ala Gin Gly Ser Gin Gly Met Gly Gly Pro Val Gly Met Gly Gly Met 

4216 725 730 735 

4218 His Pro Ser Ser Gly Ala Ser Lys Gly Thr Thr Thr Lys Lys Tyr Ser 

4219 740 745 750 

4221 Glu Gly Ala Ala Ala Gly Thr Glu Asp Ala Glu Arg Ala Pro Val Glu 

4222 755 760 765 

4224 Ala Asp Ala Gly Gly Gly Gin Lys Val Leu Val Arg Asn Val Val 

4225 770 775 780 

4447 <210> SEQ ID NO: 62 

4448 <211> LENGTH: 811 

4449 <212> TYPE: PRT 

4450 <213> ORGANISM: Artificial Sequence 
W--> 4451 <220> FEATURE: 

4451 <223> OTHER INFORMATION: Description of Artificial Sequence : fusion protein 



4452 


HTCC#1 (184-392) -TbH9 - 


HTCC#1(1 


-200) 




E--> 4454 


<400> SEQUENCE: 


62 










4455 


Met His 


His 


His 


His 


His 


His 


Asp Val 


Ala Asp He 


He Lys Gly He 


4456 


1 






5 








10 


15 


4458 


Leu Gly 


Glu 


Val 


Trp 


Glu 


Phe 


He Thr 


Asn Ala Leu 


Asn Gly Leu Lys 


4459 






20 








25 




30 


4461 


Glu Leu 


Trp 


Asp 


Lys 


Leu 


Thr Gly Trp Val Thr Gly Leu Phe Ser Arg 


4462 




35 










40 




45 


4464 


Gly Trp 


Ser 


Asn 


Leu 


Glu 


Ser 


Phe Phe 


Ala Gly Val 


Pro Gly Leu Thr 


4465 


50 










55 




60 


4467 


Gly Ala 


Thr 


Ser Gly 


Leu 


Ser 


Gin Val 


Thr Gly Leu 


Phe Gly Ala Ala 


4468 


65 








70 






75 


80 


4470 


Gly Leu 


Ser 


Ala 


Ser 


Ser Gly Leu Ala 


His Ala Asp 


Ser Leu Ala Ser 


4471 








85 








90 


95 


4473 


Ser Ala 


Ser 


Leu 


Pro 


Ala 


Leu 


Ala Gly He Gly Gly Gly Ser Gly Phe 


4474 






100 








105 




110 


4476 


Gly Gly 


Leu 


Pro 


Ser 


Leu 


Ala 


Gin Val 


His Ala Ala 


Ser Thr Arg Gin 


4477 




115 










120 




125 


4479 


Ala Leu 


Arg 


Pro Arg 


Ala 


Asp 


Gly Pro 


Val Gly Ala 


Ala Ala Glu Gin 


4480 


130 










135 




140 




4482 


Val Gly 


Gly Gin 


Ser 


Gin 


Leu 


Val Ser 


Ala Gin Gly 


Ser Gin Gly Met 


4483 


145 








150 






155 


160 


4485 


Gly Gly 


Pro 


Val 


Gly 


Met 


Gly Gly Met His Pro Ser 


Ser Gly Ala Ser 


4486 








165 








170 


175 


4488 


Lys Gly 


Thr 


Thr 


Thr 


Lys 


Lys 


Tyr Ser 


Glu Gly Ala Ala Ala Gly Thr 


4489 






180 








185 




190 


4491 


Glu Asp 


Ala 


Glu 


Arg 


Ala 


Pro 


Val Glu 


Ala Asp Ala 


Gly Gly Gly Gin 


4492 




195 










200 




205 


4494 


Lys Val 


Leu 


Val 


Arg 


Asn 


Val 


Val Glu 


Phe Met Val 


Asp Phe Gly Ala 


4495 


210 










215 




220 


4497 


Leu Pro 


Pro 


Glu 


He 


Asn 


Ser 


Ala Arg 


Met Tyr Ala 


Gly Pro Gly Ser 


4498 


225 








230 






235 


240 


4500 


Ala Ser 


Leu 


Val 


Ala 


Ala 


Ala 


Gin Met 


Trp Asp Ser 


Val Ala Ser Asp 


4501 








245 








250 


255 


4503 


Leu Phe 


Ser 


Ala 


Ala 


Ser 


Ala 


Phe Gin 


Ser Val Val 


Trp Gly Leu Thr 
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4504 



260 



265 



270 



4506 Val Gly Ser Trp He Gly Ser Ser Ala Gly Leu Met Val Ala Ala Ala 

4507 275 280 285 

4509 Ser Pro Tyr Val Ala Trp Met Ser Val Thr Ala Gly Gin Ala Glu Leu 

4510 290 295 300 

4512 Thr Ala Ala Gin Val Arg Val Ala Ala Ala Ala Tyr Glu Thr Ala Tyr 

4513 305 310 315 320 

4515 Gly Leu Thr Val Pro Pro Pro Val He Ala Glu Asn Arg Ala Glu Leu 

4516 325 330 335 

4518 Met He Leu He Ala Thr Asn Leu Leu Gly Gin Asn Thr Pro Ala He 

4519 340 345 350 

4521 Ala Val Asn Glu Ala Glu Tyr Gly Glu Met Trp Ala Gin Asp Ala Ala 

4522 355 360 ■ 365 

4524 Ala Met Phe Gly Tyr Ala Ala Ala Thr Ala Thr Ala Thr Ala Thr Leu 

4525 370 375 380 

4527 Leu Pro Phe Glu Glu Ala Pro Glu Met Thr Ser Ala Gly Gly Leu Leu 

4528 385 390 395 400 

4530 Glu Gin Ala Ala Ala Val Glu Glu Ala Ser Asp Thr Ala Ala Ala Asn 

4531 405 410 415 

4533 Gin Leu Met Asn Asn Val Pro Gin Ala Leu Gin Gin Leu Ala Gin Pro 

4534 420 425 430 

4536 Thr Gin Gly Thr Thr Pro Ser Ser Lys Leu Gly Gly Leu Trp Lys Thr 

4537 435 440 445 

4539 Val Ser Pro His Arg Ser Pro He Ser Asn Met Val Ser Met Ala Asn 

4540 450 455 460 

4542 Asn Kis Met Ser Met Thr Asn Ser Gly Val Ser Met Thr Asn Thr Leu 

4543 465 470 475 480 

4545 Ser Ser Met Leu Lys Gly Phe Ala Pro Ala Ala Ala Ala Gin Ala Val 

4546 485 490 495 

4548 Gin Thr Ala Ala Gin Asn Gly Val Arg Ala Met Ser Ser Leu Gly Ser 

4549 500 505 510 

4551 Ser Leu Gly Ser Ser Gly Leu Gly Gly Gly Val Ala Ala Asn Leu Gly 

4552 515 520 525 

4554 Arg Ala Ala Ser Val Gly Ser Leu Ser Val Pro Gin Ala Trp Ala Ala 

4555 530 535 540 

4557 Ala Asn Gin Ala Val Thr Pro Ala Ala Arg Ala Leu Pro Leu Thr Ser 

4558 545 550 555 560 

4560 Leu Thr Ser Ala Ala Glu Arg Gly Pro Gly Gin Met Leu Gly Gly Leu 

4561 565 570 575 

4563 Pro Val Gly Gin Met Gly Ala Arg Ala Gly Gly Gly Leu Ser Gly Val 

4564 580 585 590 

4566 Leu Arg Val Pro Pro Arg Pro Tyr Val Met Pro His Ser Pro Ala Ala 

4567 595 600 605 

4569 Gly Asp He Met Ser Arg Ala Phe He He Asp Pro Thr He Ser Ala 

4570 610 615 620 

4572 He Asp Gly Leu Tyr Asp Leu Leu Gly He Gly He Pro Asn Gin Gly 

4573 625 630 635 640 

4575 Gly He Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys Ala Leu Glu Glu 

4576 645 650 655 
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4578 


Leu 


Ala 


Ala 


Ala 


Phe 


Pro 


Gly 


Asp 


Gly Trp 


Leu 


Gly Ser Ala Ala Asp 


4579 








660 










UOJ 










0 / U 




4581 


Lys 


Tyr 


Ala 


Gly Lys 


Asn 


Ara 


Asn 


Hi q 
n j. o 


Val 


Asn 


DVio 


rile 




Glu Leu 


4582 






675 










680 










DOJ 






4584 


Ala 


Asp 


Leu 


Asp 


Arcr 


Gin 


Leu 


He 


Ser 


Leu 


He 




Asp 


Gin 


Ala Asn 


4585 




690 










695 










7fin 






4587 


Ala 


Val 


Gin 


Thr 


Thr 


Arg 


Asp 


He 


ucu 


Glu Gly 


AJLa 


Lys 


Lys 


Gly Leu 


4588 


705 










710 










715 




/ Z\j 


4590 


Glu 


Phe 


Val 


Arg 


Pro 


Val 


Ala 


Val 


Asp 


Leu 


Thr 


Tyr 


He 


Pro 


Val Val 


4591 










725 










730 








735 


4593 


Gly 


His 


Ala 


Leu 


Ser 


Ala 


Ala 


Phe 


Gin 


Ala 


Pro 


Phe 


Cys 


Ala 


Gly Ala 


4594 








740 










745 








750 


4596 


Met 


Ala 


Val 


Val 


Gly 


Gly 


Ala 


Leu 


Ala 


Tyr 


Leu 


Val 


Val 


Lys 


Thr Leu 


4597 






755 










760 










765 




4599 


He 


Asn 


Ala 


Thr 


Gin 


Leu 


Leu 


Lys 


Leu 


Leu 


Ala 


Lys 


Leu 


Ala 


Glu Leu 


4600 




770 










775 










780 








4602 


Val 


Ala 


Ala 


Ala 


He 


Ala 


Asp 


He 


He 


Ser 


Asp 


Val 


Ala 


Asp 


He He 


4603 


785 










790 










795 






800 


4605 


Lys 


Gly 


He 


Leu 


Gly 


Glu 


Val 


Trp 


Glu 


Phe 


He 










4606 










805 










810 













4760 <210> SEQ ID NO: 64 

4761 <211> LENGTH: 539 

4762 <212> TYPE: PRT 

. 4763 <213> ORGANISM: Artificial Sequence 
W--> 4764 <220> FEATURE: 

4764 <223> OTHER INFORMATION: Description of Artificial Sequence : fusion protein 

4765 TbRal2 - HTCC# 1 
E--> 4767 <400> SEQUENCE: 64 



4768 


Met 


His 


His 


His 


His 


His 


His Thr 


Ala 


Ala 


Ser Asp 


Asn 


Phe 


Gin Leu 


4769 


1 








5 








10 






15 


4771 


Ser 


Gin 


Gly 


Gly 


Gin 


Gly 


Phe Ala 


He 


Pro 


He Gly 


Gin 


Ala 


Met Ala 


4772 








20 








25 






30 




4774 


He 


Ala 


Gly 


Gin 


He 


Arg 


Ser Gly Gly 


Gly Ser Pro 


Thr 


Val 


His He 


4775 






35 








40 








45 






4777 


Gly 


Pro 


Thr 


Ala 


Phe 


Leu 


Gly Leu 


Gly 


Val 


Val Asp 


Asn 


Asn 


Gly Asn 


4778 




50 










55 






60 






4780 


Gly 


Ala 


Arg 


Val 


Gin 


Arg 


Val Val 


Gly 


Ser 


Ala Pro 


Ala 


Ala 


Ser Leu 


4781 


65 










70 








75 






80 


4783 


Gly 


He 


Ser 


Thr 


Gly 


Asp 


Val He 


Thr 


Ala 


Val Asp 


Gly Ala 


Pro He 


4784 










85 








90 






95 


4786 


Asn 


Ser 


Ala 


Thr 


Ala 


Met 


Ala Asp 


Ala 


Leu 


Asn Gly 


His 


His 


Pro Gly 


4787 








100 








105 






110 


4789 


Asp 


Val 


He 


Ser 


Val 


Thr 


Trp Gin 


Thr 


Lys 


Ser Gly 


Gly Thr Arg Thr 


4790 






115 








120 








125 






4792 


Gly 


Asn 


Val 


Thr 


Leu 


Ala Glu Gly 


Pro 


Pro 


Ala Glu 


Phe 


Leu 


Val Pro 


4793 




130 










135 






140 








4795 


Arg 


Gly 


Ser 


Met 


Ser 


Arg 


Ala Phe 


He 


He 


Asp Pro 


Thr 


He 


Ser Ala 


4796 


145 










150 








155 






160 


4798 


He 


Asp 


Gly 


Leu 


Tyr 


Asp 


Leu Leu 


Gly 


He 


Gly He 


Pro 


Asn 


Gin Gly 
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4799 



165 



170 



175 



4801 Gly He Leu Tyr Ser Ser Leu Glu Tyr Phe Glu Lys Ala Leu Glu Glu 

4802 180 185 190 

4804 Leu Ala Ala Ala Phe Pro Gly Asp Gly Trp Leu Gly Ser Ala Ala Asp 

4805 195 200 205 

4807 Lys Tyr Ala Gly Lys Asn Arg Asn His Val Asn Phe Phe Gin Glu Leu 

4808 210 215 220 

4810 Ala Asp Leu Asp Arg Gin Leu He Ser Leu He His Asp Gin Ala Asn 

4811 225 230 235 240 

4813 Ala Val Gin Thr Thr Arg Asp He Leu Glu Gly Ala Lys Lys Gly Leu 

4814 245 250 255 

4816 Glu Phe Val Arg Pro Val Ala Val Asp Leu Thr Tyr He Pro Val Val 

4817 260 265 270 

4819 Gly His Ala Leu Ser Ala Ala Phe Gin Ala Pro Phe Cys Ala Gly Ala 

4820 275 280 285 

4822 Met Ala Val Val Gly Gly Ala Leu Ala Tyr Leu Val Val Lys Thr Leu 

4823 290 295 300 

4825 He Asn Ala Thr Gin Leu Leu Lys Leu Leu Ala Lys Leu Ala Glu Leu 

4826 305 310 315 320 

4828 Val Ala Ala Ala He Ala Asp He He Ser Asp Val Ala Asp He He 

4829 325 330 335 

4831 Lys Gly He Leu Gly Glu Val Trp Glu Phe He Thr Asn Ala Leu Asn 

4832 340 345 350 

4834 Gly Leu Lys Glu Leu Trp Asp Lys Leu Thr Gly Trp Val Thr Gly Leu 

4835 355 360 365 

4837 Phe Ser Arg Gly Trp Ser Asn Leu Glu Ser Phe Phe Ala Gly Val Pro 

4838 370 375 380 

4840 Gly Leu Thr Gly Ala Thr Ser Gly Leu Ser Gin Val Thr Gly Leu Phe 

4841 385 390 395 400 

4843 Gly Ala Ala Gly Leu Ser Ala Ser Ser Gly Leu Ala His Ala Asp Ser 

4844 405 410 415 

4846 Leu Ala Ser Ser Ala Ser Leu Pro Ala Leu Ala Gly He Gly Gly Gly 

4847 420 425 430 

4849 Ser Gly Phe Gly Gly Leu Pro Ser Leu Ala Gin Val His Ala Ala Ser 

4850 435 440 445 

4852 Thr Arg Gin Ala Leu Arg Pro Arg Ala Asp Gly Pro Val Gly Ala Ala 

4853 450 455 460 

4855 Ala Glu Gin Val Gly Gly Gin Ser Gin Leu Val Ser Ala Gin Gly Ser 

4856 465 470 475 ,480 

4858 Gin Gly Met Gly Gly Pro Val Gly Met Gly Gly Met His Pro Ser Ser 

4859 485 490 495 

4861 Gly Ala Ser Lys Gly Thr Thr Thr Lys Lys Tyr Ser Glu Gly Ala Ala 

4862 500 505 510 

4864 Ala Gly Thr Glu Asp Ala Glu Arg Ala Pro Val Glu Ala Asp Ala Gly 

4865 515 520 525 

4867 Gly Gly Gin Lys Val Leu Val Arg Asn Val Val 

4868 530 535 
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Use of n's or Xaa's (NEW RULES): 

Use of n's and/or Xaa's have been detected in the Sequence Listing. / 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. V 
in <220> to <223> section, please explain location of n or Xaa, and which \ 
residue n or Xaa represents. \ 

Seq#:5; N Pos . 406 S 
Seq#:ll; N Pos. 325,328,348,353,442,659,679 
Seq#:12; Xaa Pos. 63,121,285 
Seq#:29; N Pos. 1460,1854 

Seq#:33; N Pos. 497,500,1136,1445,1487,1509,1515 
Seq#:155; N Pos. 104 
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L:599 M:258 W 
L:599 M:258 W 
L:599 M:341 W 
L:821 M:341 W 
L:823 M:341 W 
L:826 M:341 W 
L:827 M:341 W 
L:853 M:341 W 
L:865 M:341 W 
L:895 M:341 W 
L:1083 M:336 W 
L:1092 M:258 W 
L:1094 M:200 E 
L:1216 M:258 W 
L:1219 M:200 E 
L:1317 M:258 W 
L:1319 M:200 E 
L:1470 M:258 W 
L:1472 M:200 E 
L:1673 M:258 W 
L:1675 M:200 E 
L:1990 M:258 W 
L:1990 M:258 W 
L:1990 M:341 W 
L:1996 M:341 W 
L:2228 M:341 W 
L:2238 M:341 W 
L:2244 M:341 W 
L:2245 M:341 W 
L:2481 M:283 W 
L:2482 M:300 W 
L:2486 M:283 W 
L:2487 M:300 W 
L:3497 M:283 W 
L:3498 M:300 W 
L:3502 M:283 W 
L:3503 M:300 W 
L:3713 M:258 W 
L:3716 M:200 E 
L:4076 M:258 W 
L:4079 M:200 E 
L:4451 M:258 W 
L:4454 M:200 E 
L:4757 M:336 W 
L:4764 M:258 W 
L:4767 M:200 E 
L:4872 M:283 W 
L:4873 M:300 W 



Input Set : A:\-90-4-l.app 

Output Set: N:\CRF4\10242002\I688672.raw 

Mandatory Feature missing, <221> Tag not found for SEQ ID# : 5 
Mandatory Feature missing, <222> Tag not found for SEQ ID# : 5 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



"n" 

"n" 
"n" 



or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 



"n" or 
"n" or 



"n" 
"n" 



or "Xaa" 
or "Xaa" 



used, 


for 


SEQ 


ID# 


5 


after pos . : 360 


used, 


for 


SEQ 


ID# 


11 


after 


pos . 


300 


used, 


for 


SEQ 


ID# 


11 


after 


pos. 


420 


used, 


for 


SEQ 


ID# 


11 


after 


pos . 


600 


used, 


for 


SEQ 


ID# 


11 


after 


pos . 


660 


used, 


for 


SEQ 


ID# 


12 


after 


pos. 


48 


used, 


for 


SEQ 


ID# 


12 


after 


pos . 


112 


used, 


for 


SEQ 


ID# 


12 


after 


pos . 


272 



Invalid Amino Acid Number in Coding Region, SEQ ID: 15 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:16 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:16 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:18 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:20 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:22 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:22 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:24 
Mandatory Header Field missing, <220> Tag not found for SEQ ID#:24 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/688, 672 



DATE: 10/25/2002 
TIME: 15:44:15 



Input Set : A:\-90-4-l.app 

Output Set: N:\CRF4\10242002\I688672.raw 
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VERIFICATION SUMMARY DATE: 10/25/2002 

PATENT APPLICATION: US/09/688,672 TIME: 15:44:15 



Input Set : A:\-90-4-l.app 

Output Set: N:\CRF4\10242002\I688672.raw 

L:4998 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (90) SEQUENCE 

L:6288 M:258 W: Mandatory Feature missing, <221> Tag not found for SEQ ID#:155 

L:6288 M:258 W: Mandatory Feature missing, <222> Tag not found for SEQ ID#:155 

L:6288 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:155 after pos.:60 
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